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<170> Patentln Ver. 2.0 

<210> 1 

<211> 2691 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (111) . . (1130) 
<400> 1 

gcggccgcgt gaccatcacg tgctccagct accagggcta ccctgaggct gaggtgttct 60 

ggcaggatgg gcagggtgtg cccctgactg gcaacgtgac cacgtcgcag atg gcc 116 

Met Ala 
1 

aac gag cag ggc ttg ttt gat gtg cac age ate ctg egg gtg gtg ctg 164 
Asn Glu Gin Gly Leu Phe Asp Val His Ser lie Leu Arg Val Val Leu 
5 10 15 

ggt gca aat ggc ace tac age tgc ctg gtg cgc aac ccc gtg ctg cag 212 
Gly Ala Asn Gly Thr Tyr Ser Cys Leu Val Arg Asn Pro Val Leu Gin 
20 25 30 

cag gat gcg cac age tct gtc acc ate aca ccc cag aga age ccc aca 260 
Gin Asp Ala His Ser Ser Val Thr lie Thr Pro Gin Arg Ser Pro Thr 




2 



35 



40 



45 



50 



gga gcc gtg gag gtc cag gtc cct gag gac ccg gtg gtg gcc eta gtg 308 
Gly Ala Val Glu Val Gin Val Pro Glu Asp Pro Val Val Ala Leu Val 
55 60 65 



ggc acc gat gcc acc ctg cac tgc tec ttc tec ccc gag cct ggc ttc 356 
Gly Thr Asp Ala Thr Leu His Cys Ser Phe Ser Pro Glu Pro Gly Phe 
70 75 80 



age ctg aca cag etc aac etc ate tgg cag ctg aca gac acc aaa cag 404 
Ser Leu Thr Gin Leu Asn Leu lie Trp Gin Leu Thr Asp Thr Lys Gin 
85 90 95 



ctg gtg cac agt ttc acc gaa ggc egg gac cag ggc age gcc tat gcc 452 
Leu Val His Ser Phe Thr Glu Gly Arg Asp Gin Gly Ser Ala Tyr Ala 
100 105 110 

aac cgc acg gcc etc ttc ccg gac ctg ctg gca caa ggc aat gca tec 500 
Asn Arg Thr Ala Leu Phe Pro Asp Leu Leu Ala Gin Gly Asn Ala Ser 
115 120 125 130 

ctg agg ctg cag cgc gtg cgt gtg gcg gac gag ggc age ttc acc tgc 548 
Leu Arg Leu Gin Arg Val Arg Val Ala Asp Glu Gly Ser Phe Thr Cys 
135 140 145 



ttc gtg age ate egg gat ttc ggc age get gcc gtc age ctg cag gtg 596 
Phe Val Ser He Arg Asp Phe Gly Ser Ala Ala Val Ser Leu Gin Val 
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150 155 160 

gcc get ccc tac teg aag ccc age atg ace ctg gag ccc aac aag gac 644 
Ala Ala Pro Tyr Ser Lys Pro Ser Met Thr Leu Glu Pro Asn Lys Asp 
165 170 175 

ctg egg cca ggg gac acg gtg acc ate acg tgc tec age tac egg ggc 692 
Leu Arg Pro Gly Asp Thr Val Thr lie Thr Cys Ser Ser Tyr Arg Gly 
180 185 190 

tac cct gag get gag gtg ttc tgg cag gat ggg cag ggt gtg ccc ctg 740 
Tyr Pro Glu Ala Glu Val Phe Trp Gin Asp Gly Gin Gly Val Pro Leu 
195 200 205 210 

act ggc aac gtg acc acg teg cag atg gcc aac gag cag ggc ttg ttt 788 
Thr Gly Asn Val Thr Thr Ser Gin Met Ala Asn Glu Gin Gly Leu Phe 
215 220 225 

gat gtg cac age gtc ctg egg gtg gtg ctg ggt gcg aat ggc acc tac 836 
Asp Val His Ser Val Leu Arg Val Val Leu Gly Ala Asn Gly Thr Tyr 
230 235 240 

age tgc ctg gtg cgc aac ccc gtg ctg cag cag gat gcg cac ggc tct 884 
Ser Cys Leu Val Arg Asn Pro Val Leu Gin Gin Asp Ala His Gly Ser 
245 250 255 

gtc acc ate aca ggg cag cct atg aca ttc ccc cca gag gcc ctg tgg 932 
Val Thr lie Thr Gly Gin Pro Met Thr Phe Pro Pro Glu Ala Leu Trp 
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260 



265 



270 



gtg acc gtg ggg etc tct gtc tgt etc att gca ctg ctg gtg gec ctg 980 
Val Thr Val Gly Leu Ser Val Cys Leu lie Ala Leu Leu Val Ala Leu 
275 280 285 290 

get ttc gtg tgc tgg aga aag ate aaa cag age tgt gag gag gag aat 1028 
Ala Phe Val Cys Trp Arg Lys lie Lys Gin Ser Cys Glu Glu Glu Asn 
295 300 305 

gca gga gec gag gac cag gat ggg gag gga gaa ggc tec aag aca gec 1076 
Ala Gly Ala Glu Asp Gin Asp Gly Glu Gly Glu Gly Ser Lys Thr Ala 
310 315 320 

ctg cag cct ctg aaa cac tct gac age aaa gaa gat gat gga caa gaa 1124 
Leu Gin Pro Leu Lys His Ser Asp Ser Lys Glu Asp Asp Gly Gin Glu 
325 330 335 



ata gec tgaccatgag gaccagggag ctgctacccc tccctacagc tcctaccctc 1180 
He Ala 
340 

tggctgcaat ggggctgeae tgtgagccct gcccccaaca gatgeatect gctctgacag 1240 
gtgggctcct tctccaaagg atgegataca cagaccactg tgeagectta tttctccaat 1300 
ggacatgatt cccaagtcat cctgctgcct tttttcttat agacacaatg aacagaccac 1360 
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ccacaacctt agttctctaa gtcatcctgc ctgctgcctt atttcacagt acatacattt 1420 



cttagggaca cagtacactg accacatcac caccctcttc ttccagtgct gcgtggacca 1480 



tctggctgcc ttttttctcc aaaagatgca atattcagac tgactgaccc cctgccttat 1540 



ttcaccaaag acacgatgca tagtcacccc ggccttgttt ctccaatggc cgtgatacac 1600 



tagtgatcat gttcagccct gcttccacct gcatagaatc ttttcttctc agacagggac 1660 



agtgcggcct caacatctcc tggagtctag aagctgtttc ctttcccctc cttcctcctc 1720 



ttgctctagc cttaatactg gccttttccc tccctgcccc aagtgaagac agggcactct 1780 



gcgcccacca catgcacagc tgtgcatgga gacctgcagg tgcacgtgct ggaacacgtg 1840 



tggttccccc ctggcccagc ctcctctgca gtgcccctct cccctgccca tcctccccac 1900 



ggaagcatgt gctggtcaca ctggttctcc aggggtctgt gatggggccc ctgggggtca 1960 



gcttctgtcc ctctgccttc tcacctcttt gttcctttct tttcatgtat ccattcagtt 2020 



gatgtttatt gagcaactac agatgtcagc actgtgttag gtgctggggg ccctgcgtgg 2080 



gaagataaag ttcctccctc aaggactccc catccagctg ggagacagac aactaactac 2140 



actgcaccct gcggtttgca gggggctcct gcctggctcc ctgctccaca cctcctctgt 2200 
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ggctcaaggc ttcctggata cctcaccccc atcccaccca taattcttac ccagagcatg 2260 
gggttggggc ggaaacctgg agagagggac atagcccctc gccacggcta gagaatctgg 2320 
tggtgtccaa aatgtctgtc caggtgtggg caggtgggca ggcaccaagg ccctctggac 2380 
ctttcatagc agcagaaaag gcagagcctg gggcagggca gggccaggaa tgctttgggg 2440 
acaccgaggg gactgccccc cacccccacc atggtgctat tctggggctg gggcagtctt 2500 
ttcctggctt gcctctggcc agctcccggc ctctggtaga gtgagacttc agacgttctg 2560 
atgccttccg gatgtcatct ctccctgccc caggaatgga agatgtgagg acttctaatt 2620 
taaatgtggg actcggaggg attttgtaaa ctgggggtat attttgggga aaataaatgt 2680 
ctttgtaaaa a 2691 

<210> 2 
<211> 340 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ala Asn Glu Gin Gly Leu Phe Asp Val His Ser He Leu Arg Val 
15 10 15 



• 



Val Leu Gly Ala Asn Gly Thr Tyr Ser Cys Leu Val Arg Asn Pro Val 
20 25 30 

Leu Gin Gin Asp Ala His Ser Ser Val Thr lie Thr Pro Gin Arg Ser 
35 40 45 

Pro Thr Gly Ala Val Glu Val Gin Val Pro Glu Asp Pro Val Val Ala 
50 55 60 

Leu Val Gly Thr Asp Ala Thr Leu His Cys Ser Phe Ser Pro Glu Pro 
65 70 75 80 

Gly Phe Ser Leu Thr Gin Leu Asn Leu lie Trp Gin Leu Thr Asp Thr 
85 90 95 

Lys Gin Leu Val His Ser Phe Thr Glu Gly Arg Asp Gin Gly Ser Ala 
100 105 110 

Tyr Ala Asn Arg Thr Ala Leu Phe Pro Asp Leu Leu Ala Gin Gly Asn 
115 120 125 

Ala Ser Leu Arg Leu Gin Arg Val Arg Val Ala Asp Glu Gly Ser Phe 
130 135 140 

Thr Cys Phe Val Ser lie Arg Asp Phe Gly Ser Ala Ala Val Ser Leu 
145 150 155 160 



Gin Val Ala Ala Pro Tyr Ser Lys Pro Ser Met Thr Leu Glu Pro Asn 



165 



170 



175 



Lys Asp Leu Arg Pro Gly Asp Thr Val Thr He Thr Cys Ser Ser Tyr 
180 185 190 

Arg Gly Tyr Pro Glu Ala Glu Val Phe Trp Gin Asp Gly Gin Gly Val 
195 200 205 

Pro Leu Thr Gly Asn Val Thr Thr Ser Gin Met Ala Asn Glu Gin Gly 
210 215 220 

Leu Phe Asp Val His Ser Val Leu Arg Val Val Leu Gly Ala Asn Gly 
225 230 235 240 

Thr Tyr Ser Cys Leu Val Arg Asn Pro Val Leu Gin Gin Asp Ala His 
245 250 255 

Gly Ser Val Thr He Thr Gly Gin Pro Met Thr Phe Pro Pro Glu Ala 
260 265 270 

Leu Trp Val Thr Val Gly Leu Ser Val Cys Leu He Ala Leu Leu Val 
275 280 285 

Ala Leu Ala Phe Val Cys Trp Arg Lys He Lys Gin Ser Cys Glu Glu 
290 295 300 



Glu Asn Ala Gly Ala Glu Asp Gin Asp Gly Glu Gly Glu Gly Ser Lys 
305 310 315 320 
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Thr Ala Leu Gin Pro Leu Lys His Ser Asp Ser Lys Glu Asp Asp Gly 
325 330 335 

Gin Glu He Ala 
340 

<210> 3 
<211> 2885 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (2) . . (1324) 

<400> 3 

c cct ctt ccc gga cct get ggc aca ggg caa cgc ate cct gag get gca 49 
Pro Leu Pro Gly Pro Ala Gly Thr Gly Gin Arg He Pro Glu Ala Ala 
15 10 15 

gcg cgt gcg tgt age gga cga ggg cag ctt cac ctg ctt cgt gag cat 97 
Ala Arg Ala Cys Ser Gly Arg Gly Gin Leu His Leu Leu Arg Glu His 
20 25 30 

ccg gga ttt egg cag cgc tgc cgt cag cct gca ggt ggc cgc tec eta 145 
Pro Gly Phe Arg Gin Arg Cys Arg Gin Pro Ala Gly Gly Arg Ser Leu 
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35 40 45 

etc gaa gec cag cat gac cct gga gec caa caa gga cct gcg gec agg 193 
Leu Glu Ala Gin His Asp Pro Gly Ala Gin Gin Gly Pro Ala Ala Arg 
50 55 60 

gga cac ggt gtg acc ate acg tgc tec age tac cag ggc tac cct gag 241 
Gly His Gly Val Thr lie Thr Cys Ser Ser Tyr Gin Gly Tyr Pro Glu 
65 70 75 80 

get gag gtg ttc tgg cag gat ggg cag ggt gtg ccc ctg act ggc aac 289 
Ala Glu Val Phe Trp Gin Asp Gly Gin Gly Val Pro Leu Thr Gly Asn 
85 90 95 

gtg acc acg teg cag atg gee aac gag cag ggc ttg ttt gat gtg cac 337 
Val Thr Thr Ser Gin Met Ala Asn Glu Gin Gly Leu Phe Asp Val His 
100 105 110 

age ate ctg egg gtg gtg ctg ggt gca aat ggc acc tac age tgc ctg 385 
Ser lie Leu Arg Val Val Leu Gly Ala Asn Gly Thr Tyr Ser Cys Leu 
115 120 125 

gtg cgc aac ccc gtg ctg cag cag gat gcg cac age tct gtc acc ate 433 
Val Arg Asn Pro Val Leu Gin Gin Asp Ala His Ser Ser Val Thr lie 
130 135 140 

aca ccc cag aga age ccc aca gga gec gtg gag gtc cag gtc cct gag 481 
Thr Pro Gin Arg Ser Pro Thr Gly Ala Val Glu Val Gin Val Pro Glu 
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145 150 155 160 

gac ccg gtg gtg gcc eta gtg ggc acc gat gec acc ctg cac tgc tec 529 
Asp Pro Val Val Ala Leu Val Gly Thr Asp Ala Thr Leu His Cys Ser 
165 170 175 

ttc tec ccc gag cct ggc ttc age ctg aca cag etc aac etc ate tgg 577 
Phe Ser Pro Glu Pro Gly Phe Ser Leu Thr Gin Leu Asn Leu lie Trp 
180 185 190 

cag ctg aca gac acc aaa cag ctg gtg cac agt ttc acc gaa ggc egg 625 
Gin Leu Thr Asp Thr Lys Gin Leu Val His Ser Phe Thr Glu Gly Arg 
195 200 205 

gac cag ggc age gcc tat gcc aac cgc acg gcc etc ttc ccg gac ctg 673 
Asp Gin Gly Ser Ala Tyr Ala Asn Arg Thr Ala Leu Phe Pro Asp Leu 
210 215 220 

ctg gca caa ggc aat gca tec ctg agg ctg cag cgc gtg cgt gtg gcg 721 
Leu Ala Gin Gly Asn Ala Ser Leu Arg Leu Gin Arg Val Arg Val Ala 
225 230 235 240 

gac gag ggc age ttc acc tgc ttc gtg age ate egg gat ttc ggc age 769 
Asp Glu Gly Ser Phe Thr Cys Phe Val Ser He Arg Asp Phe Gly Ser 
245 250 255 

get gcc gtc age ctg cag gtg gcc get ccc tac teg aag ccc age atg 817 
Ala Ala Val Ser Leu Gin Val Ala Ala Pro Tyr Ser Lys Pro Ser Met 
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260 265 270 

acc ctg gag ccc aac aag gac ctg egg cca ggg gac acg gtg acc ate 865 
Thr Leu Glu Pro Asn Lys Asp Leu Arg Pro Gly Asp Thr Val Thr lie 
275 280 285 

acg tgc tec age tac egg ggc tac cct gag get gag gtg ttc tgg cag 913 
Thr Cys Ser Ser Tyr Arg Gly Tyr Pro Glu Ala Glu Val Phe Trp Gin 
290 295 300 

gat ggg cag ggt gtg ccc ctg act ggc aac gtg acc acg teg cag atg 961 
Asp Gly Gin Gly Val Pro Leu Thr Gly Asn Val Thr Thr Ser Gin Met 
305 310 315 320 

gee aac gag cag ggc ttg ttt gat gtg cac age gtc ctg egg gtg gtg 1009 
Ala Asn Glu Gin Gly Leu Phe Asp Val His Ser Val Leu Arg Val Val 
325 330 335 

ctg ggt gcg aat ggc acc tac age tgc ctg gtg cgc aac ccc gtg ctg 1057 
Leu Gly Ala Asn Gly Thr Tyr Ser Cys Leu Val Arg Asn Pro Val Leu 
340 345 350 

cag cag gat gcg cac ggc tct gtc acc ate aca ggg cag cct atg aca 1105 
Gin Gin Asp Ala His Gly Ser Val Thr He Thr Gly Gin Pro Met Thr 
355 360 365 

ttc ccc cca gag gee ctg tgg gtg acc gtg ggg etc tct gtc tgt etc 1153 
Phe Pro Pro Glu Ala Leu Trp Val Thr Val Gly Leu Ser Val Cys Leu 
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• t 

370 375 380 

att gca ctg ctg gtg gcc ctg get ttc gtg tgc tgg aga aag ate aaa 1201 
He Ala Leu Leu Val Ala Leu Ala Phe Val Cys Trp Arg Lys He Lys 
385 390 395 400 

cag age tgt gag gag gag aat gca gga gcc gag gac 
Gin Ser Cys Glu Glu Glu Asn Ala Gly Ala Glu Asp 
405 410 

gga gaa ggc tec aag aca gcc ctg cag cct ctg aaa cac tct gac age 1297 
Gly Glu Gly Ser Lys Thr Ala Leu Gin Pro Leu Lys His Ser Asp Ser 
420 425 430 

aaa gaa gat gat gga caa gaa ata gcc tgaccatgag gaccagggag 1344 
Lys Glu Asp Asp Gly Gin Glu He Ala 
435 440 

ctgctacccc tccctacagc tcctaccctc tggctgcaat ggggctgeae tgtgagccct 1404 

gcccccaaca gatgeatect gctctgacag gtgggctcct tctccaaagg atgegataca 1464 

cagaccactg tgeagectta tttctccaat ggacatgatt cccaagtcat cctgctgcct 1524 

tttttcttat agacacaatg aacagaccac ccacaacctt agttctctaa gtcatcctgc 1584 

ctgctgcctt atttcacagt acatacattt cttagggaca cagtacactg accacatcac 1644 
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cag gat ggg gag l^4y 
Gin Asp Gly Glu 
415 



I 



caccctcttc ttccagtgct gcgtggacca tctggctgcc ttttttctcc aaaagatgca 1704 



atattcagac tgactgaccc cctgccttat ttcaccaaag acacgatgca tagtcacccc 1764 



ggccttgttt ctccaatggc cgtgatacac tagtgatcat gttcagccct gcttccacct 1824 



gcatagaatc ttttcttctc agacagggac agtgcggcct caacatctcc tggagtctag 1884 



aagctgtttc ctttcccctc cttcctcctc ttgctctagc cttaatactg gccttttccc 1944 



tccctgcccc aagtgaagac agggcactct gcgcccacca catgcacagc tgtgcatgga 2004 



gacctgcagg tgcacgtgct ggaacacgtg tggttccccc ctggcccagc ctcctctgca 2064 



gtgcccctct cccctgccca tcctccccac ggaagcatgt gctggtcaca ctggttctcc 2124 



aggggtctgt gatggggccc ctgggggtca gcttctgtcc ctctgccttc tcacctcttt 2184 



gttcctttct tttcatgtat ccattcagtt gatgtttatt gagcaactac agatgtcagc 2244 



actgtgttag gtgctggggg ccctgcgtgg gaagataaag ttcctccctc aaggactccc 2304 



catccagctg ggagacagac aactaactac actgcaccct gcggtttgca gggggctcct 2364 



gcctggctcc ctgctccaca cctcctctgt ggctcaaggc ttcctggata cctcaccccc 2424 



atcccaccca taattcttac ccagagcatg gggttggggc ggaaacctgg agagagggac 2484 
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* 

atagcccctc gccacggcta gagaatctgg tggtgtccaa aatgtctgtc caggtgtggg 2544 
caggtgggca ggcaccaagg ccctctggac ctttcatagc agcagaaaag gcagagcctg 2604 
gggcagggca gggccaggaa tgctttgggg acaccgaggg gactgccccc cacccccacc 2664 
atggtgctat tctggggctg gggcagtctt ttcctggctt gcctctggcc agctcccggc 2724 
ctctggtaga gtgagacttc agacgttctg atgccttccg gatgtcatct ctccctgccc 2784 
caggaatgga agatgtgagg acttctaatt taaatgtggg actcggaggg attttgtaaa 2844 
ctgggggtat attttgggga aaataaatgt ctttgtaaaa a 2885 

<210> 4 
<211> 441 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Pro Leu Pro Gly Pro Ala Gly Thr Gly Gin Arg lie Pro Glu Ala Ala 
15 10 15 

Ala Arg Ala Cys Ser Gly Arg Gly Gin Leu His Leu Leu Arg Glu His 
20 25 30 

Pro Gly Phe Arg Gin Arg Cys Arg Gin Pro Ala Gly Gly Arg Ser Leu 
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35 40 45 

Leu Glu Ala Gin His Asp Pro Gly Ala Gin Gin Gly Pro Ala Ala Arg 
50 55 60 

Gly His Gly Val Thr lie Thr Cys Ser Ser Tyr Gin Gly Tyr Pro Glu 
65 70 75 80 

Ala Glu Val Phe Trp Gin Asp Gly Gin Gly Val Pro Leu Thr Gly Asn 
85 90 95 

Val Thr Thr Ser Gin Met Ala Asn Glu Gin Gly Leu Phe Asp Val His 
100 105 110 

Ser He Leu Arg Val Val Leu Gly Ala Asn Gly Thr Tyr Ser Cys Leu 
115 120 125 

Val Arg Asn Pro Val Leu Gin Gin Asp Ala His Ser Ser Val Thr He 
130 135 140 

Thr Pro Gin Arg Ser Pro Thr Gly Ala Val Glu Val Gin Val Pro Glu 
145 150 155 160 

Asp Pro Val Val Ala Leu Val Gly Thr Asp Ala Thr Leu His Cys Ser 
165 170 175 

Phe Ser Pro Glu Pro Gly Phe Ser Leu Thr Gin Leu Asn Leu He Trp 
180 185 190 



17 



Gin Leu Thr Asp Thr Lys Gin Leu Val His Ser Phe Thr Glu Gly Arg 
195 200 205 

Asp Gin Gly Ser Ala Tyr Ala Asn Arg Thr Ala Leu Phe Pro Asp Leu 
210 215 220 

Leu Ala Gin Gly Asn Ala Ser Leu Arg Leu Gin Arg Val Arg Val Ala 
225 230 235 240 

Asp Glu Gly Ser Phe Thr Cys Phe Val Ser He Arg Asp Phe Gly Ser 
245 250 255 

Ala Ala Val Ser Leu Gin Val Ala Ala Pro Tyr Ser Lys Pro Ser Met 
260 265 270 

Thr Leu Glu Pro Asn Lys Asp Leu Arg Pro Gly Asp Thr Val Thr He 
275 280 285 

Thr Cys Ser Ser Tyr Arg Gly Tyr Pro Glu Ala Glu Val Phe Trp Gin 
290 295 300 

Asp Gly Gin Gly Val Pro Leu Thr Gly Asn Val Thr Thr Ser Gin Met 
305 310 315 320 

Ala Asn Glu Gin Gly Leu Phe Asp Val His Ser Val Leu Arg Val Val 
325 330 335 



18 




Leu Gly Ala Asn Gly Thr Tyr Ser Cys Leu Val Arg Asn Pro Val Leu 
340 345 350 

Gin Gin Asp Ala His Gly Ser Val Thr He Thr Gly Gin Pro Met Thr 
355 360 365 

Phe Pro Pro Glu Ala Leu Trp Val Thr Val Gly Leu Ser Val Cys Leu 
370 375 380 

He Ala Leu Leu Val Ala Leu Ala Phe Val Cys Trp Arg Lys He Lys 
385 390 395 400 

Gin Ser Cys Glu Glu Glu Asn Ala Gly Ala Glu Asp Gin Asp Gly Glu 
405 410 415 

Gly Glu Gly Ser Lys Thr Ala Leu Gin Pro Leu Lys His Ser Asp Ser 
420 425 430 

Lys Glu Asp Asp Gly Gin Glu He Ala 
435 440 

<210> 5 

<211> 2229 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> CDS 

<222> (60) . . (1661) 

<400> 5 

gcggccgcgg ggcagccttc caccacgggg agcccagctg tcagccgcct cacaggaag 59 

atg ctg cgt egg egg ggc age cct ggc atg ggt gtg cat gtg ggt gca 107 
Met Leu Arg Arg Arg Gly Ser Pro Gly Met Gly Val His Val Gly Ala 
15 10 15 

gee ctg gga gca ctg tgg ttc tgc etc aca gga gee ctg gag gtc cag 155 
Ala Leu Gly Ala Leu Trp Phe Cys Leu Thr Gly Ala Leu Glu Val Gin 
20 25 30 

gtc cct gaa gac cca gtg gtg gca ctg gtg ggc acc gat gec acc ctg 203 
Val Pro Glu Asp Pro Val Val Ala Leu Val Gly Thr Asp Ala Thr Leu 
35 40 45 

tgc tgc tec ttc tec cct gag cct ggc ttc age ctg gca cag etc aac 251 
Cys Cys Ser Phe Ser Pro Glu Pro Gly Phe Ser Leu Ala Gin Leu Asn 
50 55 60 

etc ate tgg cag ctg aca gat acc aaa cag ctg gtg cac age ttt get 299 
Leu He Trp Gin Leu Thr Asp Thr Lys Gin Leu Val His Ser Phe Ala 
65 70 75 80 

gag ggc cag gac cag ggc age gec tat gee aac cgc acg gee etc ttc 347 
Glu Gly Gin Asp Gin Gly Ser Ala Tyr Ala Asn Arg Thr Ala Leu Phe 

20 




85 90 95 

ccg gac ctg ctg gca cag ggc aac gca tec ctg agg ctg cag cgc gtg 395 
Pro Asp Leu Leu Ala Gin Gly Asn Ala Ser Leu Arg Leu Gin Arg Val 
100 105 110 

cgt gtg gcg gac gag ggc age ttc ace tgc ttc gtg age ate egg gat 443 
Arg Val Ala Asp Glu Gly Ser Phe Thr Cys Phe Val Ser lie Arg Asp 
115 120 125 

ttc ggc age get gee gtc age ctg cag gtg gee get ccc tac teg aag 491 
Phe Gly Ser Ala Ala Val Ser Leu Gin Val Ala Ala Pro Tyr Ser Lys 
130 135 140 

ccc age atg acc ctg gag ccc aac aag gac ctg egg cca ggg gac acg 539 
Pro Ser Met Thr Leu Glu Pro Asn Lys Asp Leu Arg Pro Gly Asp Thr 
145 150 155 160 

gtg acc ate acg tgc tec age tac cag ggc tac cct gag get gag gtg 587 
Val Thr lie Thr Cys Ser Ser Tyr Gin Gly Tyr Pro Glu Ala Glu Val 
165 170 175 

ttc tgg cag gat ggg cag ggt gtg ccc ctg act ggc aac gtg acc acg 635 
Phe Trp Gin Asp Gly Gin Gly Val Pro Leu Thr Gly Asn Val Thr Thr 
180 185 190 

teg cag atg gee aac gag cag ggc ttg ttt gat gtg cac age ate ctg 683 
Ser Gin Met Ala Asn Glu Gin Gly Leu Phe Asp Val His Ser lie Leu 
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195 200 205 

egg gtg gtg ctg ggt gca aat ggc acc tac age tgc ctg gtg cgc aac 731 
Arg Val Val Leu Gly Ala Asn Gly Thr Tyr Ser Cys Leu Val Arg Asn 
210 215 220 

ccc gtg ctg cag cag gat gcg cac age tct gtc acc ate aca ccc cag 779 
Pro Val Leu Gin Gin Asp Ala His Ser Ser Val Thr He Thr Pro Gin 
225 230 235 240 

aga age ccc aca gga gee gtg gag gtc cag gtc cct gag gac ccg gtg 827 
Arg Ser Pro Thr Gly Ala Val Glu Val Gin Val Pro Glu Asp Pro Val 
245 250 255 

gtg gee eta gtg ggc acc gat gee acc ctg cgc tgc tec ttc tec ccc 875 
Val Ala Leu Val Gly Thr Asp Ala Thr Leu Arg Cys Ser Phe Ser Pro 
260 265 270 

gag cct ggc ttc age ctg gca cag etc aac etc ate tgg cag ctg aca 923 
Glu Pro Gly Phe Ser Leu Ala Gin Leu Asn Leu He Trp Gin Leu Thr 
275 280 285 

gac acc aaa cag ctg gtg cac agt ttc acc gaa ggc egg gac cag ggc 971 
Asp Thr Lys Gin Leu Val His Ser Phe Thr Glu Gly Arg Asp Gin Gly 
290 295 300 

age gee tat gee aac cgc acg gee etc ttc ccg gac ctg ctg gca caa 1019 
Ser Ala Tyr Ala Asn Arg Thr Ala Leu Phe Pro Asp Leu Leu Ala Gin 
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305 310 315 320 

ggc aat gca tec ctg agg ctg cag cgc gtg cgt gtg gcg gac gag ggc 1067 
Gly Asn Ala Ser Leu Arg Leu Gin Arg Val Arg Val Ala Asp Glu Gly 
325 330 335 

age ttc ace tgc ttc gtg age ate egg gat ttc ggc age get gee gtc 1115 
Ser Phe Thr Cys Phe Val Ser lie Arg Asp Phe Gly Ser Ala Ala Val 
340 345 350 

age ctg cag gtg gee get ccc tac teg aag ccc age atg ace ctg gag 1163 
Ser Leu Gin Val Ala Ala Pro Tyr Ser Lys Pro Ser Met Thr Leu Glu 
355 360 365 

ccc aac aag gac ctg egg cca ggg gac acg gtg acc ate acg tgc tec 1211 
Pro Asn Lys Asp Leu Arg Pro Gly Asp Thr Val Thr lie Thr Cys Ser 
370 375 380 

age tac egg ggc tac cct gag get gag gtg ttc tgg cag gat ggg cag 1259 
Ser Tyr Arg Gly Tyr Pro Glu Ala Glu Val Phe Trp Gin Asp Gly Gin 
385 390 395 400 

ggt gtg ccc ctg act ggc aac gtg acc acg teg cag atg gee aac gag 1307 
Gly Val Pro Leu Thr Gly Asn Val Thr Thr Ser Gin Met Ala Asn Glu 
405 410 415 

cag ggc ttg ttt gat gtg cac age gtc ctg egg gtg gtg ctg ggt gcg 1355 
Gin Gly Leu Phe Asp Val His Ser Val Leu Arg Val Val Leu Gly Ala 
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420 425 430 

aat ggc acc tac age tgc ctg gtg cgc aac ccc gtg ctg cag cag gat 1403 
Asn Gly Thr Tyr Ser Cys Leu Val Arg Asn Pro Val Leu Gin Gin Asp 
435 440 445 

gcg cac ggc tct gtc acc ate aca ggg cag cct atg aca ttc ccc cca 1451 
Ala His Gly Ser Val Thr lie Thr Gly Gin Pro Met Thr Phe Pro Pro 
450 455 460 

gag gec ctg tgg gtg acc gtg ggg ctg tct gtc tgt etc att gca ctg 1499 
Glu Ala Leu Trp Val Thr Val Gly Leu Ser Val Cys Leu lie Ala Leu 
465 470 475 480 

ctg gtg gec ctg get ttc gtg tgc tgg aga aag ate aaa cag age tgt 1547 
Leu Val Ala Leu Ala Phe Val Cys Trp Arg Lys lie Lys Gin Ser Cys 
485 490 495 

gag gag gag aat gca gga get gag gac cag gat ggg gag gga gaa ggc 1595 
Glu Glu Glu Asn Ala Gly Ala Glu Asp Gin Asp Gly Glu Gly Glu Gly 
500 505 510 

tec aag aca gee ctg cag cct ctg aaa cac tct gac age aaa gaa gat 1643 
Ser Lys Thr Ala Leu Gin Pro Leu Lys His Ser Asp Ser Lys Glu Asp 
515 520 525 

gat gga caa gaa ata gee tgaccatgag gaccagggag ctgctacccc 1691 
Asp Gly Gin Glu lie Ala 
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530 

tccctacagc tcctaccctc tggctgcaat ggggctgcac tgtgagccct gcccccaaca 1751 
gatgcatcct gctctgacag gtgggctcct tctccaaagg atgcgataca cagaccactg 1811 
tgcagcctta tttctccaat ggacatgatt cccaagtcat cctgctgcct tttttcttat 1871 
agacacaatg aacagaccac ccacaacctt agttctctaa gtcatcctgc ctgctgcctt 1931 
atttcacagt acatacattt cttagggaca cagtacactg accacatcac caccctcttc 1991 
ttccagtgct gcgtggacca tctggctgcc ttttttctcc aaaagatgca atattcagac 2051 
tgactgaccc cctgccttat ttcaccaaag acacgatgca tagtcacccc gaccttgttt 2111 
ctccaatggc cgtgatacac tagtgatcat gttcagccct gcttccacct gcatagaatc 2171 
ttttcttctc agacagggac agtgcggcct caacatctcc tggagtctag gcggccgc 2229 

<210> 6 

<211> 534 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Leu Arg Arg Arg Gly Ser Pro Gly Met Gly Val His Val Gly Ala 
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15 



Ala Leu Gly Ala Leu Trp Phe Cys Leu Thr Gly Ala Leu Glu Val Gin 
20 25 30 

Val Pro Glu Asp Pro Val Val Ala Leu Val Gly Thr Asp Ala Thr Leu 
35 40 45 

Cys Cys Ser Phe Ser Pro Glu Pro Gly Phe Ser Leu Ala Gin Leu Asn 
50 55 60 

Leu lie Trp. Gin Leu Thr Asp Thr Lys Gin Leu Val His Ser Phe Ala 
65 70 75 80 

Glu Gly Gin Asp Gin Gly Ser Ala Tyr Ala Asn Arg Thr Ala Leu Phe 
85 90 95 

Pro Asp Leu Leu Ala Gin Gly Asn Ala Ser Leu Arg Leu Gin Arg Val 
100 105 110 

Arg Val Ala Asp Glu Gly Ser Phe Thr Cys Phe Val Ser He Arg Asp 
115 120 125 

Phe Gly Ser Ala Ala Val Ser Leu Gin Val Ala Ala Pro Tyr Ser Lys 
130 135 140 

Pro Ser Met Thr Leu Glu Pro Asn Lys Asp Leu Arg Pro Gly Asp Thr 
145 150 155 160 
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Val Thr lie Thr Cys Ser Ser Tyr Gin Gly Tyr Pro Glu Ala Glu Val 
165 170 175 

Phe Trp Gin Asp Gly Gin Gly Val Pro Leu Thr Gly Asn Val Thr Thr 
180 185 190 

Ser Gin Met Ala Asn Glu Gin Gly Leu Phe Asp Val His Ser lie Leu 
195 200 205 

Arg Val Val Leu Gly Ala Asn Gly Thr Tyr Ser Cys Leu Val Arg Asn 
210 215 220 

Pro Val Leu Gin Gin Asp Ala His Ser Ser Val Thr lie Thr Pro Gin 
225 230 235 240 

Arg Ser Pro Thr Gly Ala Val Glu Val Gin Val Pro Glu Asp Pro Val 
245 250 255 

Val Ala Leu Val Gly Thr Asp Ala Thr Leu Arg Cys Ser Phe Ser Pro 
260 265 270 

Glu Pro Gly Phe Ser Leu Ala Gin Leu Asn Leu lie Trp Gin Leu Thr 
275 280 285 

Asp Thr Lys Gin Leu Val His Ser Phe Thr Glu Gly Arg Asp Gin Gly 
290 295 300 
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Ser Ala Tyr Ala Asn Arg Thr Ala Leu Phe Pro Asp Leu Leu Ala Gin 
305 310 315 320 

Gly Asn Ala Ser Leu Arg Leu Gin Arg Val Arg Val Ala Asp Glu Gly 
325 330 335 

Ser Phe Thr Cys Phe Val Ser He Arg Asp Phe Gly Ser Ala Ala Val 
340 345 350 

Ser Leu Gin Val Ala Ala Pro Tyr Ser Lys Pro Ser Met Thr Leu Glu 
355 360 365 

Pro Asn Lys Asp Leu Arg Pro Gly Asp Thr Val Thr He Thr Cys Ser 
370 375 380 

Ser Tyr Arg Gly Tyr Pro Glu Ala Glu Val Phe Trp Gin Asp Gly Gin 
385 390 395 400 

Gly Val Pro Leu Thr Gly Asn Val Thr Thr Ser Gin Met Ala Asn Glu 
405 410 415 

Gin Gly Leu Phe Asp Val His Ser Val Leu Arg Val Val Leu Gly Ala 
420 425 430 

Asn Gly Thr Tyr Ser Cys Leu Val Arg Asn Pro Val Leu Gin Gin Asp 
435 440 445 

Ala His Gly Ser Val Thr He Thr Gly Gin Pro Met Thr Phe Pro Pro 
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450 



455 



460 



Glu Ala Leu Trp Val Thr Val Gly Leu Ser Val Cys Leu lie Ala Leu 
465 470 475 480 

Leu Val Ala Leu Ala Phe Val Cys Trp Arg Lys lie Lys Gin Ser Cys 
485 490 495 

Glu Glu Glu Asn Ala Gly Ala Glu Asp Gin Asp Gly Glu Gly Glu Gly 
500 505 510 

Ser Lys Thr Ala Leu Gin Pro Leu Lys His Ser Asp Ser Lys Glu Asp 
515 520 525 



Asp Gly Gin Glu lie Ala 
530 



<210> 7 
<211> 1020 
<212> DNA 

<213> Homo sapiens 
<400> 7 

atggccaacg agcagggctt gtttgatgtg cacagcatcc tgcgggtggt gctgggtgca 60 
aatggcacct acagctgcct ggtgcgcaac cccgtgctgc agcaggatgc gcacagctct 120 
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gtcaccatca caccccagag aagccccaca ggagccgtgg aggtccaggt ccctgaggac 180 



ccggtggtgg ccctagtggg caccgatgcc accctgcact gctccttctc ccccgagcct 240 



ggcttcagcc tgacacagct caacctcatc tggcagctga cagacaccaa acagctggtg 300 



cacagtttca ccgaaggccg ggaccagggc agcgcctatg ccaaccgcac ggccctcttc 360 



ccggacctgc tggcacaagg caatgcatcc ctgaggctgc agcgcgtgcg tgtggcggac 420 



gagggcagct tcacctgctt cgtgagcatc cgggatttcg gcagcgctgc cgtcagcctg 480 



caggtggccg ctccctactc gaagcccagc atgaccctgg agcccaacaa ggacctgcgg 540 



ccaggggaca cggtgaccat cacgtgctcc agctaccggg gctaccctga ggctgaggtg 600 



ttctggcagg atgggcaggg tgtgcccctg actggcaacg tgaccacgtc gcagatggcc 660 



aacgagcagg gcttgtttga tgtgcacagc gtcctgcggg tggtgctggg tgcgaatggc 720 



acctacagct gcctggtgcg caaccccgtg ctgcagcagg atgcgcacgg ctctgtcacc 780 



atcacagggc agcctatgac attcccccca gaggccctgt gggtgaccgt ggggctctct 840 



gtctgtctca ttgcactgct ggtggccctg gctttcgtgt gctggagaaa gatcaaacag 900 



agctgtgagg aggagaatgc aggagccgag gaccaggatg gggagggaga aggctccaag 960 
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acagccctgc agcctctgaa acactctgac agcaaagaag atgatggaca agaaatagcc 1020 

<210> 8 
<211> 1561 
<212> DNA 

<213> Homo sapiens 
<400> 8 

tgaccatgag gaccagggag ctgctacccc tccctacagc tcctaccctc tggctgcaat 60 
ggggctgcac tgtgagccct gcccccaaca gatgcatcct gctctgacag gtgggctcct 120 
tctccaaagg atgcgataca cagaccactg tgcagcctta tttctccaat ggacatgatt 180 
cccaagtcat cctgctgcct tttttcttat agacacaatg aacagaccac ccacaacctt 240 
agttctctaa gtcatcctgc ctgctgcctt atttcacagt acatacattt cttagggaca 300 
cagtacactg accacatcac caccctcttc ttccagtgct gcgtggacca tctggctgcc 360 
ttttttctcc aaaagatgca atattcagac tgactgaccc cctgccttat ttcaccaaag 420 
acacgatgca tagtcacccc ggccttgttt ctccaatggc cgtgatacac tagtgatcat 480 
gttcagccct gcttccacct gcatagaatc ttttcttctc agacagggac agtgcggcct 540 
caacatctcc tggagtctag aagctgtttc ctttcccctc cttcctcctc ttgctctagc 600 
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cttaatactg gccttttccc tccctgcccc aagtgaagac agggcactct gcgcccacca 660 
catgcacagc tgtgcatgga gacctgcagg tgcacgtgct ggaacacgtg tggttccccc 720 
ctggcccagc ctcctctgca gtgcccctct cccctgccca tcctccccac ggaagcatgt 780 
gctggtcaca ctggttctcc aggggtctgt gatggggccc ctgggggtca gcttctgtcc 840 
ctctgccttc tcacctcttt gttcctttct tttcatgtat ccattcagtt gatgtttatt 900 
gagcaactac agatgtcagc actgtgttag gtgctggggg ccctgcgtgg gaagataaag 960 
ttcctccctc aaggactccc catccagctg ggagacagac aactaactac actgcaccct 1020 
gcggtttgca gggggctcct gcctggctcc ctgctccaca cctcctctgt ggctcaaggc 1080 
ttcctggata cctcaccccc atcccaccca taattcttac ccagagcatg gggttggggc 1140 
ggaaacctgg agagagggac atagcccctc gccacggcta gagaatctgg tggtgtccaa 1200 
aatgtctgtc caggtgtggg caggtgggca ggcaccaagg ccctctggac ctttcatagc 1260 
agcagaaaag gcagagcctg gggcagggca gggccaggaa tgctttgggg acaccgaggg 1320 
gactgccccc cacccccacc atggtgctat tctggggctg gggcagtctt ttcctggctt 1380 
gcctctggcc agctcccggc ctctggtaga gtgagacttc agacgttctg atgccttccg 1440 
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gatgtcatct ctccctgccc caggaatgga agatgtgagg acttctaatt taaatgtggg 1500 
actcggaggg attttgtaaa ctgggggtat attttgggga aaataaatgt ctttgtaaaa 1560 
a 1561 

<210> 9 

<211> 1323 

<212> DNA 

<213> Homo sapiens 

<400> 9 

cctcttcccg gacctgctgg cacagggcaa cgcatccctg aggctgcagc gcgtgcgtgt 60 
agcggacgag ggcagcttca cctgcttcgt gagcatccgg gatttcggca gcgctgccgt 120 
cagcctgcag gtggccgctc cctactcgaa gcccagcatg accctggagc ccaacaagga 180 
cctgcggcca ggggacacgg tgtgaccatc acgtgctcca gctaccaggg ctaccctgag 240 
gctgaggtgt tctggcagga tgggcagggt gtgcccctga ctggcaacgt gaccacgtcg 300 
cagatggcca acgagcaggg cttgtttgat gtgcacagca tcctgcgggt ggtgctgggt 360 
gcaaatggca cctacagctg cctggtgcgc aaccccgtgc tgcagcagga tgcgcacagc 420 
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tctgtcacca tcacacccca gagaagcccc acaggagccg tggaggtcca ggtccctgag 480 



gacccggtgg tggccctagt gggcaccgat gccaccctgc actgctcctt ctcccccgag 540 



cctggcttca gcctgacaca gctcaacctc atctggcagc tgacagacac caaacagctg 600 



gtgcacagtt tcaccgaagg ccgggaccag ggcagcgcct atgccaaccg cacggccctc 660 



ttcccggacc tgctggcaca aggcaatgca tccctgaggc tgcagcgcgt gcgtgtggcg 720 



gacgagggca gcttcacctg cttcgtgagc atccgggatt tcggcagcgc tgccgtcagc 780 



ctgcaggtgg ccgctcccta ctcgaagccc agcatgaccc tggagcccaa caaggacctg 840 



cggccagggg acacggtgac catcacgtgc tccagctacc ggggctaccc tgaggctgag 900 



gtgttctggc aggatgggca gggtgtgccc ctgactggca acgtgaccac gtcgcagatg 960 



gccaacgagc agggcttgtt tgatgtgcac agcgtcctgc gggtggtgct gggtgcgaat 1020 



ggcacctaca gctgcctggt gcgcaacccc gtgctgcagc aggatgcgca cggctctgtc 1080 



accatcacag ggcagcctat gacattcccc ccagaggccc tgtgggtgac cgtggggctc 1140 



tctgtctgtc tcattgcact gctggtggcc ctggctttcg tgtgctggag aaagatcaaa 1200 



cagagctgtg aggaggagaa tgcaggagcc gaggaccagg atggggaggg agaaggctcc 1260 
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aagacagccc tgcagcctct gaaacactct gacagcaaag aagatgatgg acaagaaata 1320 
gcc 1323 

<210> 10 

<211> 1561 

<212> DNA 

<213> Homo sapiens 

<400> 10 

tgaccatgag gaccagggag ctgctacccc tccctacagc tcctaccctc tggctgcaat 60 
ggggctgcac tgtgagccct gcccccaaca gatgcatcct gctctgacag gtgggctcct 120 
tctccaaagg atgcgataca cagaccactg tgcagcctta tttctccaat ggacatgatt 180 
cccaagtcat cctgctgcct tttttcttat agacacaatg aacagaccac ccacaacctt 240 
agttctctaa gtcatcctgc ctgctgcctt atttcacagt acatacattt cttagggaca 300 
cagtacactg accacatcac caccctcttc ttccagtgct gcgtggacca tctggctgcc 3 60 
ttttttctcc aaaagatgca atattcagac tgactgaccc cctgccttat ttcaccaaag 420 
acacgatgca tagtcacccc ggccttgttt ctccaatggc cgtgatacac tagtgatcat 480 
gttcagccct gcttccacct gcatagaatc ttttcttctc agacagggac agtgcggcct 540 
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caacatctcc tggagtctag aagctgtttc ctttcccctc cttcctcctc ttgctctagc 600 
cttaatactg gccttttccc tccctgcccc aagtgaagac agggcactct gcgcccacca 660 
catgcacagc tgtgcatgga gacctgcagg tgcacgtgct ggaacacgtg tggttccccc 720 
ctggcccagc ctcctctgca gtgcccctct cccctgccca tcctccccac ggaagcatgt 780 
gctggtcaca ctggttctcc aggggtctgt gatggggccc ctgggggtca gcttctgtcc 840 
ctctgccttc tcacctcttt gttcctttct tttcatgtat ccattcagtt gatgtttatt 900 
gagcaactac agatgtcagc actgtgttag gtgctggggg ccctgcgtgg gaagataaag 960 
ttcctccctc aaggactccc catccagctg ggagacagac aactaactac actgcaccct 1020 
gcggtttgca gggggctcct gcctggctcc ctgctccaca cctcctctgt ggctcaaggc 1080 
ttcctggata cctcaccccc atcccaccca taattcttac ccagagcatg gggttggggc 1140 
ggaaacctgg agagagggac atagcccctc gccacggcta gagaatctgg tggtgtccaa 1200 
aatgtctgtc caggtgtggg caggtgggca ggcaccaagg ccctctggac ctttcatagc 1260 
agcagaaaag gcagagcctg gggcagggca gggccaggaa tgctttgggg acaccgaggg 1320 
gactgccccc cacccccacc atggtgctat tctggggctg gggcagtctt ttcctggctt 1380 
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gcctctggcc agctcccggc ctctggtaga gtgagacttc agacgttctg atgccttccg 1440 

gatgtcatct ctccctgccc caggaatgga agatgtgagg acttctaatt taaatgtggg 1500 

actcggaggg attttgtaaa ctgggggtat attttgggga aaataaatgt ctttgtaaaa 1560 

a 1561 

<210> 11 

<211> 1602 

<212> DNA 

<213> Homo sapiens 

<400> 11 

atgctgcgtc ggcggggcag ccctggcatg ggtgtgcatg tgggtgcagc cctgggagca 60 
ctgtggttct gcctcacagg agccctggag gtccaggtcc ctgaagaccc agtggtggca 120 
ctggtgggca ccgatgccac cctgtgctgc tccttctccc ctgagcctgg cttcagcctg 180 
gcacagctca acctcatctg gcagctgaca gataccaaac agctggtgca cagctttgct 240 
gagggccagg accagggcag cgcctatgcc aaccgcacgg ccctcttccc ggacctgctg 300 
gcacagggca acgcatccct gaggctgcag cgcgtgcgtg tggcggacga gggcagcttc 360 
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acctgcttcg tgagcatccg ggatttcggc agcgctgccg tcagcctgca ggtggccgct 420 



ccctactcga agcccagcat gaccctggag cccaacaagg acctgcggcc aggggacacg 480 



gtgaccatca cgtgctccag ctaccagggc taccctgagg ctgaggtgtt ctggcaggat 540 



gggcagggtg tgcccctgac tggcaacgtg accacgtcgc agatggccaa cgagcagggc 600 



ttgtttgatg tgcacagcat cctgcgggtg gtgctgggtg caaatggcac ctacagctgc 660 



ctggtgcgca accccgtgct gcagcaggat gcgcacagct ctgtcaccat cacaccccag 720 



agaagcccca caggagccgt ggaggtccag gtccctgagg acccggtggt ggccctagtg 780 



ggcaccgatg ccaccctgcg ctgctccttc tcccccgagc ctggcttcag cctggcacag 840 



ctcaacctca tctggcagct gacagacacc aaacagctgg tgcacagttt caccgaaggc 900 



cgggaccagg gcagcgccta tgccaaccgc acggccctct tcccggacct gctggcacaa 960 



ggcaatgcat ccctgaggct gcagcgcgtg cgtgtggcgg acgagggcag cttcacctgc 1020 



ttcgtgagca tccgggattt cggcagcgct gccgtcagcc tgcaggtggc cgctccctac 1080 



tcgaagccca gcatgaccct ggagcccaac aaggacctgc ggccagggga cacggtgacc 1140 



atcacgtgct ccagctaccg gggctaccct gaggctgagg tgttctggca ggatgggcag 1200 
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ggtgtgcccc tgactggcaa cgtgaccacg tcgcagatgg ccaacgagca gggcttgttt 1260 
gatgtgcaca gcgtcctgcg ggtggtgctg ggtgcgaatg gcacctacag ctgcctggtg 1320 

cgcaaccccg tgctgcagca ggatgcgcac ggctctgtca ccatcacagg gcagcctatg 1380 

acattccccc cagaggccct gtgggtgacc gtggggctgt ctgtctgtct cattgcactg 1440 

ctggtggccc tggctttcgt gtgctggaga aagatcaaac agagctgtga ggaggagaat 1500 

gcaggagctg aggaccagga tggggaggga gaaggctcca agacagccct gcagcctctg 1560 

aaacactctg acagcaaaga agatgatgga caagaaatag cc 1602 

<210> 12 

<211> 568 

<212> DNA 

<213> Homo sapiens 

<400> 12 

tgaccatgag gaccagggag ctgctacccc tccctacagc tcctaccctc tggctgcaat 60 
ggggctgcac tgtgagccct gcccccaaca gatgcatcct gctctgacag gtgggctcct 120 
tctccaaagg atgcgataca cagaccactg tgcagcctta tttctccaat ggacatgatt 180 
cccaagtcat cctgctgcct tttttcttat agacacaatg aacagaccac ccacaacctt 240 
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agttctctaa gtcatcctgc ctgctgcctt atttcacagt acatacattt cttagggaca 300 



cagtacactg accacatcac caccctcttc ttccagtgct gcgtggacca tctggctgcc 360 



ttttttctcc aaaagatgca atattcagac tgactgaccc cctgccttat ttcaccaaag 420 



acacgatgca tagtcacccc gaccttgttt ctccaatggc cgtgatacac tagtgatcat 480 



gttcagccct gcttccacct gcatagaatc ttttcttctc agacagggac agtgcggcct 540 



caacatctcc tggagtctag gcggccgc 568 



<210> 13 

<211> 288 

<212> PRT 

<213> Homo sapiens 

<400> 13 

Met Gly His Thr Arg Arg Gin Gly Thr Ser Pro Ser Lys Cys Pro Tyr 
15 10 15 

Leu Asn Phe Phe Gin Leu Leu Val Leu Ala Gly Leu Ser His Phe Cys 
20 25 30 

Ser Gly Val lie His Val Thr Lys Glu Val Lys Glu Val Ala Thr Leu 
35 40 45 
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Ser Cys Gly His Asn Val Ser Val Glu Glu Leu Ala Gin Thr Arg lie 
50 55 60 

Tyr Trp Gin Lys Glu Lys Lys Met Val Leu Thr Met Met Ser Gly Asp 
65 70 75 80 

Met Asn lie Trp Pro Glu Tyr Lys Asn Arg Thr lie Phe Asp lie Thr 
85 90 95 

Asn Asn Leu Ser lie Val lie Leu Ala Leu Arg Pro Ser Asp Glu Gly 
100 105 110 

Thr Tyr Glu Cys Val Val Leu Lys Tyr Glu Lys Asp Ala Phe Lys Arg 
115 120 125 

Glu His Leu Ala Glu Val Thr Leu Ser Val Lys Ala Asp Phe Pro Thr 
130 135 140 

Pro Ser lie Ser Asp Phe Glu lie Pro Thr Ser Asn lie Arg Arg lie 
145 150 155 160 

lie Cys Ser Thr Ser Gly Gly Phe Pro Glu Pro His Leu Ser Trp Leu 
165 170 175 



Glu Asn Gly Glu Glu Leu Asn Ala lie Asn Thr Thr Val Ser Gin Asp 
180 185 190 
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Pro Glu Thr Glu Leu Tyr Ala Val 
195 200 

Thr Thr Asn His Ser Phe Met Cys 
210 215 

Val Asn Gin Thr Phe Asn Trp Asn 
225 230 

Asp Asn Leu Leu Pro Ser Trp Ala 
245 

lie Phe Val lie Cys Cys Leu Thr 
260 

Glu Arg Arg Arg Asn Glu Arg Leu 
275 280 



Ser Ser Lys Leu Asp Phe Asn Met 
205 

Leu lie Lys Tyr Gly His Leu Arg 
220 

Thr Thr Lys Gin Glu His Phe Pro 
235 240 

lie Thr Leu lie Ser Val Asn Gly 
250 255 

Tyr Cys Phe Ala Pro Arg Cys Arg 
265 270 

Arg Arg Glu Ser Val Arg Pro Val 
285 



<210> 14 
<211> 288 
<212> PRT 

<213> Macaca mulatta 
<400> 14 
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Met Gly His Thr Arg Arg Gin Glu He Ser Pro Ser Lys Cys Pro Tyr 
15 10 15 

Leu Lys Phe Phe Gin Leu Leu Val Leu Ala Cys Leu Ser His Phe Cys 
20 25 30 

Ser Gly Val He His Val Thr Lys Glu Val Lys Glu Val Ala Thr Leu 
35 40 45 

Ser Cys Gly His Asn Val Ser Val Glu Glu Leu Ala Gin Thr Arg He 
50 55 60 

Tyr Trp Gin Lys Glu Lys Lys Met Val Leu Thr Met Met Ser Gly Asp 
65 70 75 80 

Met Asn He Trp Pro Glu Tyr Lys Asn Arg Thr He Phe Asp He Thr 
85 90 95 

Asn Asn Leu Ser He Val He Leu Ala Leu Arg Pro Ser Asp Glu Gly 
100 105 110 

Thr Tyr Glu Cys Val Val Leu Lys Tyr Glu Lys Asp Ala Phe Lys Arg 
115 120 125 

Glu His Leu Ala Glu Val Met Leu Ser Val Lys Ala Asp Phe Pro Thr 
130 135 140 

Pro Ser He Thr Asp Ser Glu He Pro Pro Ser Asn He Arg Arg He 
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145 



150 



155 



160 



He Cys Ser Asn Ser Gly Gly Phe Pro Glu Pro His Leu Ser Trp Leu 
165 170 175 

Glu Asn Gly Glu Glu Leu Asn Ala He Ser Thr Thr Val Ser Gin Asp 
180 185 190 

Pro Glu Thr Glu Leu Tyr Thr Val Ser Ser Lys Leu Asp Phe Asn Met 
195 200 205 

Thr Thr Asn His Ser Phe Met Cys Leu He Lys Tyr Gly His Leu Arg 
210 215 220 

Val Asn Gin Thr Phe Asn Trp Asn Thr Pro Lys Gin Glu His Phe Pro 
225 230 235 240 

Asp Asn Leu Leu Pro Ser Trp Ala He He Leu He Ser Val Asn Gly 
245 250 255 

He Phe Val He Cys Cys Leu Thr Tyr Cys Phe Ala Pro Arg Cys Arg 
260 265 270 



Glu Arg Arg Arg Asn Glu Thr Leu Arg Arg Glu Ser Val Arg Pro Val 
275 280 285 
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<210> 15 
<211> 299 
<212> PRT 

<213> Oryctolagus sp. 
<400> 15 

Met Gly His Thr Leu Arg Pro Gly Thr Pro Leu Pro Arg Cys Leu His 
15 10 15 

Leu Lys Leu Cys Leu Leu Leu Ala Leu Ala Gly Leu His Phe Ser Ser 
20 25 30 

Gly lie Ser Gin Val Thr Lys Ser Val Lys Glu Met Ala Ala Leu Ser 
35 40 45 

Cys Asp Tyr Asn lie Ser lie Asp Glu Leu Ala Arg Met Arg lie Tyr 
50 55 60 

Trp Gin Lys Asp Gin Gin Met Val Leu Ser lie lie Ser Gly Gin Val 
65 70 75 80 

Glu Val Trp Pro Glu Tyr Lys Asn Arg Thr Phe Pro Asp lie lie Asn 
85 90 95 

Asn Leu Ser Leu Met lie Leu Ala Leu Arg Leu Ser Asp Lys Gly Thr 
100 105 110 
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Tyr Thr Cys Val Val Gin Lys Asn Glu Asn Gly Ser Phe Arg Arg Glu 
115 120 125 

His Leu Thr Ser Val Thr Leu Ser He Arg Ala Asp Phe Pro Val Pro 
130 135 140 

Ser He Thr Asp He Gly His Pro Asp Pro Asn Val Lys Arg He Arg 
145 150 155 160 

Cys Ser Ala Ser Gly Gly Phe Pro Glu Pro Arg Leu Ala Trp Met Glu 
165 170 175 

Asp Gly Glu Glu Leu Asn Ala Val Asn Thr Thr Val Asp Gin Asp Leu 
180 185 190 

Asp Thr Glu Leu Tyr Ser Val Ser Ser Glu Leu Asp Phe Asn Val Thr 
195 200 205 

Asn Asn His Ser He Val Cys Leu He Lys Tyr Gly Glu Leu Ser Val 
210 215 220 

Ser Gin He Phe Pro Trp Ser Lys Pro Lys Gin Glu Pro Pro He Asp 
225 230 235 240 

Gin Leu Pro Phe Trp Val He He Pro Val Ser Gly Ala Leu Val Leu 
245 250 255 
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Thr Ala Val Val Leu Tyr Cys Leu Ala Cys Arg His Val Ala Arg Trp 
260 265 270 



Lys Arg Thr Arg Arg Asn Glu Glu Thr Val Gly Thr Glu Arg Leu Ser 
275 280 285 



Pro lie Tyr Leu Gly Ser Ala Gin Ser Ser Gly 
290 295 



<210> 16 

<211> 292 

<212> PRT 

<213> Felis catus 

<400> 16 

Met Gly His Ala Ala Lys Trp Lys Thr Pro Leu Leu Lys His Pro Tyr 
15 10 15 

Pro Lys Leu Phe Pro Leu Leu Met Leu Ala Ser Leu Phe Tyr Phe Cys 
20 25 30 

Ser Gly lie lie Gin Val Asn Lys Thr Val Glu Glu Val Ala Val Leu 
35 40 45 

Ser Cys Asp Tyr Asn He Ser Thr Lys Glu Leu Thr Glu He Arg He 
50 55 60 
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Tyr Trp Gin Lys Asp Asp Glu Met Val Leu Ala Val Met Ser Gly Lys 
65 70 75 80 

Val Gin Val Trp Pro Lys Tyr Lys Asn Arg Thr Phe Thr Asp Val Thr 
85 90 95 

Asp Asn His Ser lie Val lie Met Ala Leu Arg Leu Ser Asp Asn Gly 
100 105 110 

Lys Tyr Thr Cys lie lie Gin Lys lie Glu Lys Gly Ser Tyr Lys Val 
115 120 125 

Lys His Leu Thr Ser Val Met Leu Leu Val Arg Ala Asp Phe Pro Val 
130 135 140 

Pro Ser lie Thr Asp Leu Gly Asn Pro Ser His Asn lie Lys Arg lie 
145 150 155 160 

Met Cys Leu Thr Ser Gly Gly Phe Pro Lys Pro His Leu Ser Trp Leu 
165 170 175 

Glu Asn Glu Glu Glu Leu Asn Ala lie Asn Thr Thr Val Ser Gin Asp 
180 185 190 

Pro Glu Thr Glu Leu Tyr Thr lie Ser Ser Glu Leu Asp Phe Asn Met 
195 200 205 

Thr Asn Asn His Ser Phe Leu Cys Leu Val Lys Tyr Gly Asn Leu Leu 
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210 215 220 

Val Ser Gin lie Phe Asn Trp Gin Lys Ser Glu Pro Gin Pro Ser Asn 
225 230 235 240 

Asn Gin Leu Trp lie lie lie Leu Ser Ser Val Val Ser Gly lie Val 
245 250 255 

Val lie Thr Ala Leu Thr Leu Arg Cys Leu Val His Arg Pro Ala Ala 
260 265 270 

Arg Trp Arg Gin Arg Glu Met Gly Arg Ala Arg Lys Trp Lys Arg Ser 
275 280 285 

His Leu Ser Thr 
290 

<210> 17 
<211> 306 
<212> PRT 
<213> mus sp. 

<400> 17 

Met Ala Cys Asn Cys Gin Leu Met Gin Asp Thr Pro Leu Leu Lys Phe 
15 10 15 

Pro Cys Pro Arg Leu lie Leu Leu Phe Val Leu Leu lie Arg Leu Ser 
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20 



25 



30 



Gin Val Ser Ser Asp Val Asp Glu Gin Leu Ser Lys Ser Val Lys Asp 
35 40 45 

Lys Val Leu Leu Pro Cys Arg Tyr Asn Ser Pro His Glu Asp Glu Ser 
50 55 60 

Glu Asp Arg lie Tyr Trp Gin Lys His Asp Lys Val Val Leu Ser Val 
65 70 75 80 

lie Ala Gly Lys Leu Lys Val Trp Pro Glu Tyr Lys Asn Arg Thr Leu 
85 90 95 

Tyr Asp Asn Thr Thr Tyr Ser Leu lie lie Leu Gly Leu Val Leu Ser 
100 105 110 

Asp Arg Gly Thr Tyr Ser Cys Val Val Gin Lys Lys Glu Arg Gly Thr 
115 120 125 

Tyr Glu Val Lys His Leu Ala Leu Val Lys Leu Ser lie Lys Ala Asp 
130 135 140 

Phe Ser Thr Pro Asn lie Thr Glu Ser Gly Asn Pro Ser Ala Asp Thr 
145 150 155 160 

Lys Arg lie Thr Cys Phe Ala Ser Gly Gly Phe Pro Lys Pro Arg Phe 
165 170 175 
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Ser Trp Leu Glu Asn Gly Arg Glu Leu Pro Gly lie Asn Thr Thr lie 
180 185 190 

Ser Gin Asp Pro Glu Ser Glu Leu Tyr Thr lie Ser Ser Gin Leu Asp 
195 200 205 

Phe Asn Thr Thr Arg Asn His Thr lie Lys Cys Leu lie Lys Tyr Gly 
210 215 220 

Asp Ala His Val Ser Glu Asp Phe Thr Trp Glu Lys Pro Pro Glu Asp 
225 230 235 240 

Pro Pro Asp Ser Lys Asn Thr Leu Val Leu Phe Gly Ala Gly Phe Gly 
245 250 255 

Ala Val He Thr Val Val Val He Val Val He He Lys Cys Phe Cys 
260 265 270 

Lys His Arg Ser Cys Phe Arg Arg Asn Glu Ala Ser Arg Glu Thr Asn 
275 280 285 

Asn Ser Leu Thr Phe Gly Pro Glu Glu Ala Leu Ala Glu Gin Thr Val 
290 295 300 

Phe Leu 
305 
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<210> 18 

<211> 329 

<212> PRT 

<213> Felis catus 

<400> 18 

Met Gly lie Cys Asp Ser Thr Met Gly Leu Ser His Thr Leu Leu Val 
15 10 15 

Met Ala Leu Leu Leu Ser Gly Val Ser Ser Met Lys Ser Gin Ala Tyr 
20 25 30 

Phe Asn Lys Thr Gly Glu Leu Pro Cys His Phe Thr Asn Ser Gin Asn 
35 40 45 

lie Ser Leu Asp Glu Leu Val Val Phe Trp Gin Asp Gin Asp Lys Leu 
50 55 60 

Val Leu Tyr Glu lie Phe Arg Gly Lys Glu Asn Pro Gin Asn Val His 
65 70 75 80 

Leu Lys Tyr Lys Gly Arg Thr Ser Phe Asp Lys Asp Asn Trp Thr Leu 
85 90 95 

Arg Leu His Asn Val Gin lie Lys Asp Lys Gly Thr Tyr His Cys Phe 
100 105 110 
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He His Tyr Lys Gly Pro Lys Gly Leu Val Pro Met His Gin Met Ser 
115 120 125 

Ser Asp Leu Ser Val Leu Ala Asn Phe Ser Gin Pro Glu He Thr Val 
130 135 140 

Thr Ser Asn Arg Thr Glu Asn Ser Gly He He Asn Leu Thr Cys Ser 
145 150 155 160 

Ser He Gin Gly Tyr Pro Glu Pro Lys Glu Met Tyr Phe Gin Leu Asn 
165 170 175 

Thr Glu Asn Ser Thr Thr Lys Tyr Asp Thr Val Met Lys Lys Ser Gin 
180 185 190 

Asn Asn Val Thr Glu Leu Tyr Asn Val Ser lie Ser Leu Pro Phe Ser 
195 200 205 

Val Pro Glu Ala His Asn Val Ser Val Phe Cys Ala Leu Lys Leu Glu 
210 215 220 

Thr Leu Glu Met Leu Leu Ser Leu Pro Phe Asn He Asp Ala Gin Pro 
225 230 235 240 

Lys Asp Lys Asp Pro Glu Gin Gly His Phe Leu Trp He Ala Ala Val 
245 250 255 

Leu Val Met Phe Val Val Phe Cys Gly Met Val Ser Phe Lys Thr Leu 
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260 265 270 

Arg Lys Arg Lys Lys Lys Gin Pro Gly Pro Ser His Glu Cys Glu Thr 
275 280 285 

lie Lys Arg Glu Arg Lys Glu Ser Lys Gin Thr Asn Glu Arg Val Pro 
290 295 300 

Tyr His Val Pro Glu Arg Ser Asp Glu Ala Gin Cys Val Asn lie Leu 
305 310 315 320 

Lys Thr Ala Ser Gly Asp Lys Asn Gin 
325 



<210> 19 
<211> 329 
<212> PRT 

<213> Canis familiaris 
<400> 19 

Met Tyr Leu Arg Cys Thr Met Glu Leu Asn Asn lie Leu Phe Val Met 
15 10 15 

Thr Leu Leu Leu Tyr Gly Ala Ala Ser Met Lys Ser Gin Ala Tyr Phe 
20 25 30 

Asn Lys Thr Gly Glu Leu Pro Cys His Phe Thr Asn Ser Gin Asn lie 



54 



35 40 45 

Ser Leu Asp Glu Leu Val Val Phe Trp Gin Asp Gin Asp Lys Leu Val 
50 55 60 

Leu Tyr Glu Leu Tyr Arg Gly Lys Glu Asn Pro Gin Asn Val His Arg 
65 70 75 80 

Lys Tyr Lys Gly Arg Thr Ser Phe Asp Lys Asp Asn Trp Thr Leu Arg 
85 90 95 

Leu His Asn lie Gin lie Lys Asp Lys Gly Leu Tyr Gin Cys Phe Val 
100 105 110 

His His Lys Gly Pro Lys Gly Leu Val Pro Met His Gin Met Asn Ser 
115 120 125 

Asp Leu Ser Val Leu Ala Asn Phe Ser Gin Pro Glu lie Met Val Thr 
130 135 140 

Ser Asn Arg Thr Glu Asn Ser Gly lie lie Asn Leu Thr Cys Ser Ser 
145 150^ 155 160 

lie Gin Gly Tyr Pro Glu Pro Lys Glu Met Tyr Phe Leu Val Lys Thr 
165 170 175 

Glu Asn Ser Ser Thr Lys Tyr Asp Thr Val Met Lys Lys Ser Gin Asn 
180 185 190 
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Asn Val Thr Glu Leu Tyr Asn Val Ser lie Ser Leu Ser Phe Ser Val 
195 200 205 

Pro Glu Ala Ser Asn Val Ser lie Phe Cys Val Leu Gin Leu Glu Ser 
210 215 220 

Met Lys Leu Pro Ser Leu Pro Tyr Asn lie Asp Ala His Thr Lys Pro 
225 230 235 240 

Thr Pro Asp Gly Asp His lie Leu Trp lie Ala Ala Leu Leu Val Met 
245 250 255 

Leu Val lie Leu Cys Gly Met Val Phe Phe Leu Thr Leu Arg Lys Arg 
260 265 270 

Lys Lys Lys Gin Pro Gly Pro Ser His Glu Cys Glu Thr Asn Lys Val 
275 280 285 

Glu Arg Lys Glu Ser Glu Gin Thr Lys Glu Arg Val Arg Tyr His Glu 
290 295 300 

Thr Glu Arg Ser Asp Glu Ala Gin Cys Val Asn lie Ser Lys Thr Ala 
305 310 315 320 

Ser Gly Asp Asn Ser Thr Thr Gin Phe 
325 
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<210> 20 
<211> 325 
<212> PRT 
<213> sus sp. 

<400> 20 

Met Gly Leu Ser Asn lie Leu Phe Val Met Val Leu Leu Leu Ser Gly 
15 10 15 

Ala Ala Ser Leu Lys Ser Gin Ala Tyr Phe Asn Glu Thr Gly Glu Leu 
20 25 30 

Pro Cys His Phe Thr Asn Ser Gin Asn Leu Ser Leu Asp Glu Leu Val 
35 40 45 

lie Phe Trp Gin Asp Gin Asp Asn Leu Val Leu Tyr Glu Leu Tyr Arg 
50 55 60 

Gly Gin Glu Lys Pro His Asn Val Asn Ser Lys Tyr Met Gly Arg Thr 
65 70 75 80 

Ser Phe Asp Gin Ala Thr Trp Thr Leu Arg Leu His Asn Val Gin He 
85 90 95 

Lys Asp Lys Gly Ser Tyr Gin Cys Phe He His His Lys Gly Pro His 
100 105 110 
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Gly Leu Val Pro lie His Gin Met Ser Ser Asp Leu Ser Leu Leu Ala 
115 120 125 

Asn Phe Ser Gin Pro Glu He Asn Leu Leu Thr Asn His Thr Glu Asn 
130 135 140 

Ser Val He Asn Leu Thr Cys Ser Ser Thr Gin Gly Tyr Pro Glu Pro 
145 150 155 160 

Gin Arg Met Tyr Met Leu Leu Asn Thr Lys Asn Ser Thr Thr Glu His 
165 170 175 

Asp Ala Asp Met Lys Lys Ser Gin Asn Asn He Thr Glu Leu Tyr Asn 
180 185 190 

Val Ser He Arg Val Ser Leu Pro He Pro Pro Glu Thr Asn Val Ser 
195 200 205 

He Val Cys Val Leu Gin Leu Glu Pro Ser Lys Thr Leu Leu Phe Ser 
210 215 220 

Leu Pro Cys Asn He Asp Ala Lys Pro Pro Val Gin Pro Pro Val Pro 
225 230 235 240 

Asp His He Leu Trp He Ala Ala Leu Leu Val Thr Val Val Val Val 
245 250 255 

Cys Gly Met Val Ser Phe Val Thr Leu Arg Lys Arg Lys Lys Lys Gin 
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260 265 270 

Pro Gly Pro Ser Asn Glu Cys Gly Glu Thr He Lys Met Asn Arg Lys 
275 280 285 

Ala Ser Glu Gin Thr Lys Asn Arg Ala Glu Val His Glu Arg Ser Asp 
290 295 300 

Asp Ala Gin Cys Asp Val Asn He Leu Lys Thr Ala Ser Asp Asp Asn 
305 310 315 320 

Ser Thr Thr Asp Phe 
325 

<210> 21 

<211> 323 

<212> PRT 

<213> Homo sapiens 

<400> 21 

Met Gly Leu Ser Asn He Leu Phe Val Met Ala Phe Leu Leu Ser Gly 
15 10 15 

Ala Ala Pro Leu Lys He Gin Ala Tyr Phe Asn Glu Thr Ala Asp Leu 
20 25 30 

Pro Cys Gin Phe Ala Asn Ser Gin Asn Gin Ser Leu Ser Glu Leu Val 
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35 



40 



45 



Val Phe Trp Gin Asp Gin Glu Asn Leu Val Leu Asn Glu Val Tyr Leu 
50 55 60 

Gly Lys Glu Lys Phe Asp Ser Val His Ser Lys Tyr Met Gly Arg Thr 
65 70 75 80 

Ser Phe Asp Ser Asp Ser Trp Thr Leu Arg Leu His Asn Leu Gin lie 
85 90 95 

Lys Asp Lys Gly Leu Tyr Gin Cys lie lie His His Lys Lys Pro Thr 
100 105 110 

Gly Met He Arg He His Gin Met Asn Ser Glu Leu Ser Val Leu Ala 
115 120 125 

Asn Phe Ser Gin Pro Glu He Val Pro He Ser Asn He Thr Glu Asn 
130 135 140 

Val Tyr He Asn Leu Thr Cys Ser Ser He His Gly Tyr Pro Glu Pro 
145 150 155 160 

Lys Lys Met Ser Val Leu Leu Arg Thr Lys Asn Ser Thr He Glu Tyr 
165 170 175 

Asp Gly He Met Gin Lys Ser Gin Asp Asn Val Thr Glu Leu Tyr Asp 
180 185 190 
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Val Ser lie Ser Leu Ser Val Ser Phe Pro Asp Val Thr Ser Asn Met 
195 200 205 

Thr lie Phe Cys lie Leu Glu Thr Asp Lys Thr Arg Leu Leu Ser Ser. 
210 215 220 

Pro Phe Ser lie Glu Leu Glu Asp Pro Gin Pro Pro Pro Asp His lie 
225 230 235 240 

Pro Trp lie Thr Ala Val Leu Pro Thr Val lie He Cys Val Met Val 
245 250 255 

Phe Cys Leu He Leu Trp Lys Trp Lys Lys Lys Lys Arg Pro Arg Asn 
260 265 270 

Ser Tyr Lys Cys Gly Thr Asn Thr Met Glu Arg Glu Glu Ser Glu Gin 
275 280 285 

Thr Lys Lys Arg Glu Lys He His He Pro Glu Arg Ser Asp Glu Ala 
290 295 300 

Gin Arg Val Phe Lys Ser Ser Lys Thr Ser Ser Cys Asp Lys Ser Asp 
305 310 315 320 

Thr Cys Phe 
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<210> 22 

<211> 309 

<212> PRT 

<213> Mus musculus 

<400> 22 

Met Asp Pro Arg Cys Thr Met Gly Leu Ala He Leu He Phe Val Thr 
15 10 15 

Val Leu Leu He Ser Asp Ala Val Ser Val Glu Thr Gin Ala Tyr Phe 
20 25 30 

Asn Gly Thr Ala Tyr Leu Pro Cys Pro Phe Thr Lys Ala Gin Asn He 
35 40 45 

Ser Leu Ser Glu Leu Val Val Phe Trp Gin Asp Gin Gin Lys Leu Val 
50 55 60 

Leu Tyr Glu His Tyr Leu Gly Thr Glu Lys Leu Asp Ser Val Asn Ala 
65 70 75 80 

Lys Tyr Leu Gly Arg Thr Ser Phe Asp Arg Asn Asn Trp Thr Leu Arg 
85 90 95 

Leu His Asn Val Gin He Lys Asp Met Gly Ser Tyr Asp Cys Phe He 
100 105 110 
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Gin Lys Lys Pro Pro Thr Gly Ser lie lie Leu Gin Gin Thr Leu Thr 
115 120 125 

Glu Leu Ser Val lie Ala Asn Phe Ser Glu Pro Glu lie Lys Leu Ala 
130 135 140 

Gin Asn Val Thr Gly Asn Ser Gly lie Asn Leu Thr Cys Thr Ser Lys 
145 150 155 160 

Gin Gly His Pro Lys Pro Lys Lys Met Tyr Phe Leu lie Thr Asn Ser 
165 170 175 

Thr Asn Glu Tyr Gly Asp Asn Met Gin lie Ser Gin Asp Asn Val Thr 
180 185 190 

Glu Leu Phe Ser lie Ser Asn Ser Leu Ser Leu Ser Phe Pro Asp Gly 
195 200 205 

Val Trp His Met Thr Val Val Cys Val Leu Glu Thr Glu Ser Met Lys 
210 215 220 

lie Ser Ser Lys Pro Leu Asn Phe Thr Gin Glu Phe Pro Ser Pro Gin 
225 230 235 240 

Thr Tyr Trp Lys Glu lie Thr Ala Ser Val Thr Val Ala Leu Leu Leu 
245 250 255 

Val Met Leu Leu lie lie Val Cys His Lys Lys Pro Asn Gin Pro Ser 
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260 265 270 

Arg Pro Ser Asn Thr Ala Ser Lys Leu Glu Arg Asp Ser Asn Ala Asp 
275 280 285 

Arg Glu Thr He Asn Leu Lys Glu Leu Glu Pro Gin He Ala Ser Ala 
290 295 300 

Lys Pro Asn Ala Glu 
305 



<210> 23 
<211> 303 
<212> PRT 

<213> Mus musculus 
<400> 23 

Met Gly Leu Ala He Leu He Phe Val Thr Val Leu Leu He Ser Asp 
15 10 15 

Ala Val Ser Val Glu Thr Gin Ala Tyr Phe Asn Gly Thr Ala Tyr Leu 
20 25 30 

Pro Cys Pro Phe Thr Lys Ala Gin Asn He Ser Leu Ser Glu Leu Val 
35 40 45 

Val Phe Trp Gin Asp Gin Gin Lys Leu Val Leu Tyr Glu His Tyr Leu 
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50 



55 



60 



Gly Thr Glu Lys Leu Asp Ser Val Asn Ala Lys Tyr Leu Gly Arg Thr 
65 70 75 80 

Ser Phe Asp Arg Asn Asn Trp Thr Leu Arg Leu His Asn Val Gin He 
85 90 95 

Lys Asp Met Gly Ser Tyr Asp Cys Phe He Gin Lys Lys Pro Pro Thr 
100 105 110 

Gly Ser He He Leu Gin Gin Thr Leu Thr Glu Leu Ser Val He Ala 
115 120 125 

Asn Phe Ser Glu Pro Glu He Lys Leu Ala Gin Asn Val Thr Gly Asn 
130 135 140 

Ser Gly He Asn Leu Thr Cys Thr Ser Lys Gin Gly His Pro Lys Pro 
145 150 155 160 

Lys Lys Met Tyr Phe Leu He Thr Asn Ser Thr Asn Glu Tyr Gly Asp 
165 170 175 

Asn Met Gin He Ser Gin Asp Asn Val Thr Glu Leu Phe Ser He Ser 
180 185 190 



Asn Ser Leu Ser Leu Ser Phe Pro Asp Gly Val Trp His Met Thr Val 
195 200 205 
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Val Cys Val Leu Glu Thr Glu Ser Met Lys He Ser Ser Lys Pro Leu 
210 215 220 

Asn Phe Thr Gin Glu Phe Pro Ser Pro Gin Thr Tyr Trp Lys Glu He 
225 230 235 240 

Thr Ala Ser Val Thr Val Ala Leu Leu Leu Val Met Leu Leu He He 
245 250 255 

Val Cys His Lys Lys Pro Asn Gin Pro Ser Arg Pro Ser Asn Thr Ala 
260 265 270 

Ser Lys Leu Glu Arg Asp Ser Asn Ala Asp Arg Glu Thr He Asn Leu 
275 280 285 

Lys Glu Leu Glu Pro Gin He Ala Ser Ala Lys Pro Asn Ala Glu 
290 295 300 



<210> 24 
<211> 534 
<212> PRT 
<213> Unknown 

<220> 

<223> Description of Unknown Organism: Sequence 
mz5020 .protein from Figure 4. 



66 



<400> 24 

Met Leu Arg Arg Arg Gly Ser Pro Gly Met Gly Val His Val Gly Ala 
15 10 15 

Ala Leu Gly Ala Leu Trp Phe Cys Leu Thr Gly Ala Leu Glu Val Gin 
20 25 30 

Val Pro Glu Asp Pro Val Val Ala Leu Val Gly Thr Asp Ala Thr Leu 
35 40 45 

Cys Cys Ser Phe Ser Pro Glu Pro Gly Phe Ser Leu Ala Gin Leu Asn 
50 55 60 

Leu He Trp Gin Leu Thr Asp Thr Lys Gin Leu Val His Ser Phe Ala 
65 70 75 80 

Glu Gly Gin Asp Gin Gly Ser Ala Tyr Ala Asn Arg Thr Ala Leu Phe 
85 90 95 

Pro Asp Leu Leu Ala Gin Gly Asn Ala Ser Leu Arg Leu Gin Arg Val 
100 105 110 

Arg Val Ala Asp Glu Gly Ser Phe Thr Cys Phe Val Ser He Arg Asp 
115 120 125 

Phe Gly Ser Ala Ala Val Ser Leu Gin Val Ala Ala Pro Tyr Ser Lys 
130 135 140 
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Pro Ser Met Thr Leu Glu Pro Asn Lys Asp Leu Arg Pro Gly Asp Thr 
145 150 155 160 

Val Thr lie Thr Cys Ser Ser Tyr Gin Gly Tyr Pro Glu Ala Glu Val 
165 170 175 

Phe Trp Gin Asp Gly Gin Gly Val Pro Leu Thr Gly Asn Val Thr Thr 
180 185 190 

Ser Gin Met Ala Asn Glu Gin Gly Leu Phe Asp Val His Ser lie Leu 
195 200 205 

Arg Val Val Leu Gly Ala Asn Gly Thr Tyr Ser Cys Leu Val Arg Asn 
210 215 220 

Pro Val Leu Gin Gin Asp Ala His Ser Ser Val Thr lie Thr Pro Gin 
225 230 235 240 

Arg Ser Pro Thr Gly Ala Val Glu Val Gin Val Pro Glu Asp Pro Val 
245 250 255 

Val Ala Leu Val Gly Thr Asp Ala Thr Leu Arg Cys Ser Phe Ser Pro 
260 265 270 

Glu Pro Gly Phe Ser Leu Ala Gin Leu Asn Leu lie Trp Gin Leu Thr 
275 280 285 
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Asp Thr Lys Gin Leu Val His Ser Phe Thr Glu Gly Arg Asp Gin Gly 
290 295 300 

Ser Ala Tyr Ala Asn Arg Thr Ala Leu Phe Pro Asp Leu Leu Ala Gin 
305 310 315 320 

Gly Asn Ala Ser Leu Arg Leu Gin Arg Val Arg Val Ala Asp Glu Gly 
325 330 335 

Ser Phe Thr Cys Phe Val Ser lie Arg Asp Phe Gly Ser Ala Ala Val 
340 345 350 

Ser Leu Gin Val Ala Ala Pro Tyr Ser Lys Pro Ser Met Thr Leu Glu 
355 360 365 

Pro Asn Lys Asp Leu Arg Pro Gly Asp Thr Val Thr lie Thr Cys Ser 
370 375 380 

Ser Tyr Arg Gly Tyr Pro Glu Ala Glu Val Phe Trp Gin Asp Gly Gin 
385 390 395 400 

Gly Val Pro Leu Thr Gly Asn Val Thr Thr Ser Gin Met Ala Asn Glu 
405 410 415 

Gin Gly Leu Phe Asp Val His Ser Val Leu Arg Val Val Leu Gly Ala 
420 425 430 

Asn Gly Thr Tyr Ser Cys Leu Val Arg Asn Pro Val Leu Gin Gin Asp 
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435 440 445 

Ala His Gly Ser Val Thr He Thr Gly Gin Pro Met Thr Phe Pro Pro 
450 455 460 

Glu Ala Leu Trp Val Thr Val Gly Leu Ser Val Cys Leu He Ala Leu 
465 470 475 480 

Leu Val Ala Leu Ala Phe Val Cys Trp Arg Lys He Lys Gin Ser Cys 
485 490 495 

Glu Glu Glu Asn Ala Gly Ala Glu Asp Gin Asp Gly Glu Gly Glu Gly 
500 505 510 

Ser Lys Thr Ala Leu Gin Pro Leu Lys His Ser Asp Ser Lys Glu Asp 
515 520 525 

Asp Gly Gin Glu He Ala 
530 

i 

<210> 25 

<211> 350 

<212> PRT 

<213> Homo sapiens 

<400> 25 

Met Ala Ser Phe Leu Ala Phe Leu Leu Leu Asn Phe Arg Val Cys Leu 
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15 10 15 

Leu Leu Leu Gin Leu Leu Met Pro His Ser Ala Gin Phe Ser Val Leu 
20 25 30 

Gly Pro Ser Gly Pro He Leu Ala Met Val Gly Glu Asp Ala Asp Leu 
35 40 45 

Pro Cys His Leu Phe Pro Thr Met Ser Ala Glu Thr Met Glu Leu Lys 
50 55 60 

Trp Val Ser Ser Ser Leu Arg Gin Val Val Asn Val Tyr Ala Asp Gly 
65 70 75 80 

Lys Glu Val Glu Asp Arg Gin Ser Ala Pro Tyr Arg Gly Arg Thr Ser 
85 90 95 

He Leu Arg Asp Gly He Thr Ala Gly Lys Ala Ala Phe Arg He His 
100 105 110 

Asn Val Thr Gly Ser Asp Arg Trp Lys Tyr Leu Cys Tyr Phe Gin Asp 
115 120 125 

Gly Asp Phe Tyr Glu Lys Ala Leu Val Glu Leu Lys Val Ala Ala Leu 
130 135 140 

Gly Ser Asp Leu His Val Asp Val Lys Gly Tyr Lys Asp Gly Gly He 
145 150 155 160 
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His Leu Glu Cys Arg Ser Thr Gly Trp Tyr Pro Gin Pro Gin lie Gin 
165 170 175 

Trp Ser Asn Asn Lys Gly Glu Asn lie Pro Thr Val Glu Ala Pro Val 
180 185 190 

Val Ala Asp Gly Val Gly Leu Tyr Ala Val Ala Ala Ser Val lie Met 
195 200 205 

Arg Gly Ser Ser Gly Glu Gly Val Ser Cys Thr lie Arg Asn Ser Leu 
210 215 220 

Leu Gly Leu Glu Lys Thr Ala Ser lie Ser lie Ala Arg Pro Phe Phe 
225 230 235 240 

Arg Ser Ala Gin Arg Trp lie Ala Ala Leu Ala Gly Thr Leu Pro Val 
245 250 255 

Leu Leu Leu Leu Leu Gly Gly Ala Gly Tyr Phe Leu Trp Gin Gin Gin 
260 265 270 

Glu Glu Lys Lys Thr Gin Phe Arg Lys Lys Lys Arg Glu Gin Glu Leu 
275 280 285 

Arg Glu Met Ala Trp Ser Thr Met Lys Gin Glu Gin Ser Thr Arg Val 
290 295 300 
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Lys Leu Leu Glu Glu Leu Arg Trp Arg Ser lie Gin Tyr Ala Ser Arg 
305 310 315 320 

Gly Glu Arg His Ser Ala Tyr Asn Glu Trp Lys Lys Ala Leu Phe Lys 
325 330 335 



Pro Gly Glu Glu Met Leu Gin Met Arg Leu His Phe Val Lys 
340 345 350 
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